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Insights into the Catalytic Roles of the Polypeptide Regions
in the Active Site of Thermolysin and Generation of the
Thermolysin Variants with High Activity and Stability

M. Kusano, K. Yasukawa and
K. Inouye

103

Testicular Angiotensin-Converting Enzyme with
Different Glycan Modification: Characterization on
Glycosylphosphatidylinositol-Anchored Protein
Releasing and Dipeptidase Activities

G. Kondoh, H. Watanabe, Y. Tashima,
Y. Maeda and T. Kinoshita

115



Anticoagulant Mechanism of Factor IX/factor X-binding Protein
Isolated from the Venom of Trimeresurus flavoviridis

M. Ishikawa, M. Kumashiro,
Y. Yamazaki, H. Atoda and T. Morita

123

No. 2, February, 2009

Rapid Communication

TAL1/SCL Relieves the E2-2-Mediated Repression of VEGFR2
Promoter Activity

A. Tanaka, F. Itoh, S. Itoh and
M. Kato

129

Regular Papers

The Role of Actomyosin Contractility in the Formation and
Dynamics of Actin Bundles During Fibroblast Spreading

Y. Senju and H. Miyata 137

Analysis on Substrate Specificity of Escherichia coli
Ribonuclease P Using Shape Variants of pre-tRNA: Proposal
of Subsites Model for Substrate Shape Recognition

S. Suwa, Y. Nagai, A. Fujimoto,
Y. Kikuchi and T. Tanaka

151

Prostaglandin F2a Synthase Activities of Aldo–Keto Reductase
1B1, 1B3 and 1B7

Z. Kabututu, M. Manin,
J.-C. Pointud, T. Maruyama,
N. Nagata, S. Lambert,
A.-M. Lefrançois-Martinez,
A. Martinez and Y. Urade

161

Compact Packing of Lipocalin-type Prostaglandin D Synthase
Induced by Binding of Lipophilic Ligands

K. Inoue, N. Yagi, Y. Urade and
T. Inui

169

Heparin Binding Epidermal Growth Factor-Like Growth Factor
and PD169316 Prevent Apoptosis in Mouse Embryonic Stem
Cells

M. Krishnamoorthy,
J. Heimburg-Molinaro, A.M. Bargo,
R.J. Nash and R.J. Nash

177

Nuclear Localization Mechanism of Hsp105b and its Possible
Function in Mammalian Cells

Y. Saito, N. Yamagishi and
T. Hatayama

185
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